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1.0 % F4 ¢ (Name) : 3.8 %7 (TEL):
2757+ 4 = (Organization) : 4. e-mail :

57 f %k z/HE =18+ (Pl): 7.4 % &4 (Sample Name) :
6.¢Fpy: & (y) * (m) p(d)

8.1 % (Sample Characteristic) :
Please confirm by 1H NMR that no extra signals might affect data collection

(RESERETIMERE FLRUER SR, BEEHTEXEERE S THMA).

9. FRi+#-57'( Service Mode )* :
L1 Data Collection Only
[1 Data Collection & Processing

10. 2 v ¥zs8 p (Others):

*ZN PR #5718 A A #% 0 IR Fragment Library SOP # 1T % 38
1. Fragment Library: MAYBRIDGE Ro3 1000
2. Available Maybridge Ro3 Compounds: 906 (% 906 &7 | compounds)
(RFRLBEISERESREHE TEMN D 7,8 K 195 18 groups, [compound]=0.2mM, ETREER )
3. Control Buffer & Experiment Temperature
(AFROMERIN LT @& B&EH control spectra data base, £ & Al —# T, WFEECHFMG BB TER):
(2)10mM d-Tris, 20uM TMSP in 100% D20 pH7.0 293K
(b)50mM NaPi, 0.1mM DSS,0.1mM NaN3 in 90%D20 pH7.0 298K
4. Recommended Protein Complex @ protein vs ligand 1: >20
(EFREFRTEREHENEQERRLRFR LRFMEREMN Buffer f, PO ABERBEEREEET
5. Standard parameters for NMR experiments(MAARH/LEVH 4 BEERFFET NEHRCHRG BFR 178
(a) STD @ ns=16 (Saturation-Transfer Different Experiment)
(b) T1roh @ ns=16 (1D Relaxation Effect)
(c) zgw5 @ ns=16 (1D Chemical Shift Perturbation)
(d) wLOGY @ ns=16 (WaterLOGSY Experiment)
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